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ECGs showing atrial ﬁbrillation/ﬂutter or having a wide QRS (>120 ms)
that prevent an accurate QT measurement were excluded from the
study. Comparisons were made between ALQTS and control groups
for R and S wave amplitudes, QTc (by Bazett’s), presence of ST
depression (0.05 mV) and T wave (ST-T) abnormalities in the left
precordial leads and limb leads.
RESULTS 1) In ALQTS associated with HTN-LVH, QTc was moderately
prolonged (47935 ms vs. 42116 ms, p < 0.0001). 2) Compared to the
HTN-LVH patients with a normal QT interval, ALQTS subjects dis-
played a deeper S wave in V1 and V3 (SV1: 1.60.7 mV vs. 1.30.5 mV,
p < 0.01; SV3: 1.61.0 mV vs. 1.20.7 mV, p < 0.01), and a greater
valve of Cornell Voltage Product (25321075 mm*ms vs.
2042911 mm*ms, p < 0.001), respectively. 3) More patients in ALQTS
group had ST-T abnormalities (53% vs 35%, P < 0.01) with an odds
ratio of 2.1 (95% conﬁdence interval 1.2-3.6).
CONCLUSIONS Patients with ALQTS due to HTN-LVH have a higher
QRS amplitude and more frequent ST-T abnormalities. This ﬁnding
suggests 1) repolarization abnormalities secondary to the increased
ventricular mass may be the underlying cause of QT prolongation in
HTN-LVH; and 2) presence of a prolonged QT interval may be an in-
dicator that hypertensive left ventricular hypertrophy is more severe
than those without QT prolongation.
GW26-e3881
Prevalence and metrics distribution of ideal cardiovascular health: A
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OBJECTIVES The American Heart Association (AHA) recently intro-
duced deﬁnitions of “ideal,” “intermediate,” and “poor” cardiovas-
cular health (CVH) based on 7 cardiovascular health metrics (smoking,
body mass index, physical activity, diet score, total cholesterol, blood
pressure, and fasting glucose). This study used this construct to assess
the prevalence and metric distribution of CVH in a rural population
with traditional lifestyles.
METHODS From January 2012 to August 2013, a representative sample
of 11113 adults (mean age 53.810.6 years; 53.8% women) was enrolled
from a rural population in Northeast China using a multi-stage,
stratiﬁed randomly cluster-sampling scheme.
RESULTS According to the adjusted AHA criteria for CVH health
metrics, there was 2.7% prevalence of ideal CVH (all 7 health metrics
at ideal levels), 21.4% of intermediate CVH (at least 1 health metric at
intermediate level, but no poor health metrics), and 75.9% of poor
CVH (at least 1 of 7 health metrics at poor level). Women and young/
middle-aged adults were more likely to have all of the ideal CVH
metrics, behaviors, factors and CVH status.
CONCLUSIONS This ﬁrst population-based study in a rural population
(northeast China) using the adjusted AHA criteria for CVH showed
extremely low (2.7%) and high (75.9%) prevalence of ideal and poor
CVH, respectively. The poor CVH status, particularly among men and
older individuals, underscores need for urgent action on modiﬁable
risk factors, especially blood pressure and smoking.
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OBJECTIVES As we all known that smoking, hypertension, diabetes,
hyperlipidemia and family history of premature cardiovascular dis-
ease were major risk factors for coronary heart disease. Whether those
risk factors have different effects on different gender? Certain studies
had analyzed it, however, the scale of these studies were small. In
order to overcome the shortcomings, this observational study
included 1700 patients to explore whether those risk factors play
different role on male and female patients of CHD diagnosed by cor-
onary arteriography for the ﬁrst time.
METHODS From 2009-01-01 to now, 1700 cases were collected from
Guangdong General Hospital and Guangdong Provincial Hospital of
Chinese Medicine, The demographic data were collected at the ﬁrst
two days.RESULTS The rates of traditional CHD risk factors including hyper-
tension, DM, obesity, smoking and CHD family history in male pa-
tients were 21.5%, 21.5%, 10.0%, 96.7%, 0.02% respectively, while
those in female ones were 28.8%, 28.6%, 7.5%, 2.4%, 0.01% respec-
tively. The incidence rates of hypertension, obesity, CHD family his-
tory and the HDL-C, TG, apoA, apoB, LPa levels showed no difference
between different genders, while risk factors as well as the incidence
rates of DM and the LDL-C and TC level were more higher in female
CHD patients than those in male ones (p¼.014, p¼0.003, p¼0.008). In
addition, the population composition between two genders was also
different. The most part in male CHD patients were old-aged group,
while in male population, middle-aged patients account for a large
proportion of female CHD patients.
CONCLUSIONS The CHD risk factors between different genders are
very. DM, the serum LDL-C and TC level play a more important role in
female CHD patients, unlike it, smoking was the main risk factor for
male patients. The morbidity rate is higher in female than male pa-
tient in old group.
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OBJECTIVES Chronic kidney disease (CKD) and peripheral arterial
disease (PAD) independently predict poor prognosis. The purpose of
this study were to estimate the combined effect of CKD and PAD on
all-cause and cardiovascular disease mortality and investigate
whether a linear relationship exists between the mortality and the
severity of both CKD and PAD in Chinese hypertensive population.
METHODS A total of 2931 hypertensive patients with available records
were enrolled in 2004 and implemented the follow-up visit in 2010.
The presence of PAD was assessed based on the ankle-brachial index
(ABI) and renal function was evaluated using estimated glomerular
ﬁltration rate (eGFR). Patients were categorized into groups for
different research purposes according to their CKD and PAD status.
RESULTS Patients with both CKD and PAD had the highest all-cause
and CVD mortality (49.8% and 29.2%) as well as increased odds for
death, compared with patients with CKD alone (29.0% and 15.7%),
PAD alone (31.9% and 18.1%), and neither condition (20.2% and 9.4%).
After adjustment for conventional cardiovascular risk factors, the Cox
regression model further identiﬁed that the mortality risk increased as
either or both ABI and eGFR decreased. Patients with ABI0.70 and
eGFR 15-29.9 ml/min per 1.73m2, had an more than ﬁve-fold increased
risk for all-cause death and an approximately ﬁve-fold increased risk
for CVD death compared with no disease group (RR: 5.543 and 4.997).
CONCLUSIONS The combination of CKD and PAD multiplicatively
increased the mortality risk for all-cause and CVD death in hyper-
tensive individuals. And a positive correlation was further conﬁrmed
between the mortality risk and severity of both PAD and CKD.
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OBJECTIVES Matrix metalloproteinase-1 (MMP-1) has been demon-
strated to play an important role in the development and progression
of acute coronary syndrome (ACS). Recent studies have shown that
MMP-1 -519 A/G (rs1144393) polymorphism is associated with the
susceptibility to ACS. However, published studies showed inconsis-
tent results.
METHODS A meta-analysis of eligible studies reporting the associa-
tion between -519 A/G polymorphism and ACS was carried out. A
systematic search was conducted using PubMed, Web of Science,
Cochrane Library, Chinese National Knowledge Infrastructure and
Chinese Wan Fang database.
RESULTS Six eligible studies involving 5670 subjects (2868 ACS pa-
tients and 2802 healthy controls) were included in this meta-analysis.
Overall, this meta-analysis showed a signiﬁcant association between
the rs1144393 polymorphism and ACS (A vs. G: OR ¼1.385,
95% CI ¼1.019-1.882, P ¼0.037; AA vs.AG/GG: OR ¼1.547, 95%
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displayed signiﬁcant associations between MMP-1 rs1144393 poly-
morphism and susceptibility to acute myocardial infarction (AA/AG
vs.GG: OR ¼1.275, 95% CI ¼1.016-1.600, P ¼0.036) or unstable angina
pectoris subjects (A vs.G: OR ¼2.128, 95% CI ¼1.696-2.670, P <0.001;
AA vs.GG: OR ¼2.933, 95% CI ¼1.339-6.421, P ¼0.007; AA vs.AG/GG:
OR ¼2.477, 95% CI ¼1.457-4.211, P ¼0.001). But we found no signiﬁ-
cant association between the -519 A/G polymorphism and ACS either
in Asian or Caucasian.
CONCLUSIONS Our meta-analysis suggests that MMP-1 -519A/G
polymorphism was associated with the susceptibility to ACS. How-
ever, further large scale case-control studies with rigorous design
should be conducted to conﬁrm above conclusions in the future.
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OBJECTIVES A single nucleotide polymorphism (rs4804611) in zinc
ﬁnger protein 627 (ZNF627) gene has been demonstrated to be asso-
ciated with the susceptibility to myocardial infarction (MI), but the
results are inconsistent.
METHODS A meta-analysis of eligible studies reporting the associa-
tion between rs4804611 and MI was carried out to enhance the reli-
ability of published results. A systematic literature search was
performed using PubMed, Web of Science, Cochrane Library to search
English articles concerning the relation between rs4804611 and MI up
to January, 2015. Summary odds ratios (OR) and 95% conﬁdence in-
terval (CI) were used to evaluate the risk of MI. The heterogeneity and
publication bias of this study were also evaluated.
RESULTS Five eligible studies involving 11639 subjects (6299 patients
and 5340 healthy controls) were included in this meta-analysis.
Overall, the results indicated that rs4804611 polymorphism was
associated with the risk of MI (GG vs. AA/AG: OR ¼ 0.833, 95% CI ¼
0.704–0.985, P ¼ 0.033). Furthermore, subgroup analyses also showed
that rs1801157 rs4804611 polymorphism was associated with the risk
of MI in Caucasian (GG vs. AA/AG: OR ¼ 0.839, 95% CI ¼ 0.704–0.999,
P ¼ 0.048).
CONCLUSIONS In conclusion, our meta-analysis suggests that the
rs4804611 polymorphism in ZNF627 gene is associated with the risk of
MI. However, further large scale case-control studies with rigorous
design should be conducted to conﬁrm the conclusion in the future.
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OBJECTIVES Firstly, to examine the prevalence of Metabolically
Healthy Obesity (MHO) in rural area of China, and identify contrib-
uting determinants of MHO, Secondly, to comprehensively investi-
gate to the different characteristics between MHO and Metabolically
Unhealthy Obesity (MUO).
METHODS We conducted a population-based cross-sectional study of
2037 participants with obesity in rural Liaoning Province during 2012–
2013. Obesity was deﬁned as BMI28 kg/m2 and metabolically healthy
was deﬁned as not having the Metabolic syndrome.
RESULTS The prevalence of MHO was 23.1%, but signiﬁcant decreased
with advancing age in female group (39.5% in subjects 35-44 years of age,
and 7.0% in subjects  65 years), However there was no signiﬁcant
tendency with advancing age in male group. Independent determinant
factors for MHO were age<55years (odds ratio [OR] 1.659; P ¼ 0.001),
non-current smoking (OR 1.397; P ¼ 0.038), pre-menopause (OR 1.648;
P ¼ 0.030) and non-hyperuricemia (OR 2.317; P <0.001), whereas race,
gender, diet score, current drinking, marriage, sleep duration, hyper-
homocysteinemia, levels of physical activity, annual income and
educational status were not signiﬁcant contributors.
CONCLUSIONS The prevalence of MHO is normal in rural area of
China. age<55years, non-current smoking, pre-menopause and non-
hyperuricemia were identiﬁed as independent determinant factors for
MHO in this population.GW26-e3860
Hyperuricemia is independently associated with left ventricular
hypertrophy in postmenopausal women but not in premenopausal women
in rural Northeast China
Shasha Yu, Yingxian Sun
The First Hospital of China Medical University
OBJECTIVES To estimate the relationship between hyperuricemia,
left ventricular hypertrophy and to investigate whether menopause
was associated with the relationship between hyperuricemia and left
ventricular hypertrophy.
METHODS This survey was conducted from July 2012 to August 2013.
A total of 6029 women (3508, 58.2% were post-menopause) from the
rural Northeast China were randomly selected and examined. Left
ventricular hypertrophy was deﬁned using the 2007 Guidelines for the
Management of Arterial Hypertension of the European Society of
Hypertension (ESH) and of the European Society of Cardiology (ESC).
RESULTS Age, body mass index, glucose, estimated glomerular
ﬁltration rate and lipid level were signiﬁcantly correlated with serum
uric acid level. Left ventricular hypertrophy (LVH) showed a gradual
increase in accordance with the serum uric acid level in entire study
population(<4.0 mg/dL, 11.4%; 4 to <5mg/dL, 14.9%; 5 to <6mg/dL,
18.9%; 6 mg/dL, 27.4%; P<0.001). Multivariate analysis revealed
that hyperuricemia was a signiﬁcantly independent risk factor for left
ventricular hypertrophy in postmenopausal women [OR(95%CI):
1.367(1.026,1.821)], but not in premenopausal women [OR(95%CI):
1.290(0.669,2.486)].
CONCLUSIONS These ﬁndings suggested that hyperuricemia can be
used as a risk marker of left ventricular hypertrophy in a female
population, and particular as an independent risk factor in post-
menopausal women but not in premenopausal women.
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OBJECTIVES Increased plasma total homocysteine (tHcy) is a known
cardiovascular disease (CVD) risk factor. Observational studies have
supported the role of lifestyle factors such as physical activity, diet
and alcohol consumption in CVD prevention. The prevalence of
hyperhomocysteinemia (Hhcy) and the relationship between Hhcy
and lifestyle factors have been reported in other ethnics. However,
information available on rural Chinese population is scanty. Our
present study aims to determine the gender-related differences in the
relationship between Hhcy and lifestyle factors in rural Chinese
population.
METHODS In this cross-sectional study, a total of 7135 adults (3320
men and 3815 women) aged 35 years or older were recruited from rural
areas of China. Anthropometric measurements, laboratory examina-
tions and self-reported information on lifestyle factors, such as
physical activities, sleep duration, current smoking and drinking
status, dietary habits and familial factors were collected by trained
personnel.
RESULTS Plasma Hcy was higher in men than in women and greater
in the elderly than in other age groups. In men, persons with Hhcy
were more likely to be current smokers [odds ratio (OR): 1.328; 95%
conﬁdence interval (CI): 1.143-1.543)] and to have an education of
primary school or below (OR: 1.251; 95% CI: 1.068-1.465) and less likely
to eat more vegetables (OR: 0.927; 95% CI: 0.863-0.996) than the
normal-tHcy participants. In women, persons with Hhcy were more
likely to be current smokers (OR: 1.465; 95% CI: 1.214-1.767), to sleep
longer (>9h//d) (OR: 1.677; 95% CI: 1.292-2.177), to have low physical
activity (OR: 1.721; 95% CI: 1.197-2.475) and increased diet score (OR:
1.126; 95% CI: 1.007-1.259) and less likely to be current drinkers (OR:
0.488; 95% CI: 0.297-0.802) than the normal-tHcy participants.
CONCLUSIONS Our study revealed that substantial gender and age
variations occur in plasma tHcy levels and prevalence of Hhcy in a
large rural Chinese population, and were considerably higher than
those found in other countries. Physical activity and current drinking
status were not signiﬁcantly associated with Hhcy in male, but
